In 97 cases, at least four pathologists provided counts; therefore, in some cases, the average of 40 per HPF was used, whereas in others, the average of 70 per HPF was used.
To reach a diagnosis, we applied the standard and modified Berard criteria to the sum of the averages across 10 HPF of the three cell groups (LC, LNC, and SNC) for each case for each pathologist. Small noncleaved cells were included among the large cells because, with respect to nuclear size and the presence of distinct nucleoli, the SNC cells bore a greater resemblance to LNC cells than to small cleaved cells. In addition, the same determinations were made according to the standard Berard method, based only on counts of LNC cells.
Statistical Methods
Kaplan-Meier22 curves were computed and Mantel-Cox2' tests done for comparison of survival curves. Some of the comparisons had relatively low power for detecting a significant difference because of the small size of some subgroups and the small numbers of deaths in some of these subgroups.
We used Cox regression24 models to examine the effect of potential prognostic variables on survival. Survival was calculated from the date when treatment was started until death or to the date of the last follow-up.
RESULTS

Parameters Influencing Survival
We (Fig 3) . The cell count used was the average of the counts across 70 HPF (ie, 10 HPF for each pathologist for each case), which showed marginally significant differences among the cell types (P = .07). We applied these same cut-off points to SNC (Fig 4) , to SNC + LNC (Fig 5) , and to SNC + LNC + LC cells (Fig 6) . of the survival curves for these three groups showed significant differences (P = .009) (Fig 8) .
For LNC + SNC cells, the analysis illustrated in Table  2 suggested that there might be three patient groups, with a clear break at seven cells and possibly another at 16 cells.
Although the difference among the groups was significant (P = .015) (Fig 9) , it was due solely to the superior survival of the first group (0 to 7 cells), with no separation between the latter two groups (7 to 16 cells and >16 cells) (Fig 9) . .
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. (Table   2 ), we were able to obtain significant separations, not only for LNC (Fig 7) , but also for SNC (Fig  8) , LNC + SNC (Fig 9) , and LNC + SNC + LC cells (Fig  10) . We were able to derive three distinct prognostic subgroups only for the SNC counts, however (Fig 8) . Based on the analyses illustrated in Table  2 
